
Dear Deane Merrill,
.
.
We have great pleasure in enclosing your Y-DNA certificate.
.
The results on your certificate show first the marker name and then the allele. This allele is the number of
repeat units at that particular marker. We use international standards and protocols for the analysis of your
DNA so that you can use your results to compare with others tested elsewhere by our own and other
laboratories.
.
This report assumes you've had time to read the illustrated Tutorial pages starting at
http://www.dnaheritage.com/tutorial1.asp as these were written as an introduction to genetic genealogy.
.
When we received your sample, the DNA was extracted from the cheek swab you provided. To do this, your
cheek swab was placed in a 'lysis' buffer solution. Lysis, from the Greek word lusis for loosening, is the
disintegration of a cell, which releases your chromosomes from within each cell. The chromosomes then
float freely in solution. Each chromosome is wrapped around a protein, so an enzyme that digests proteins,
proteinase, is added to free the DNA further. We are then left with pure DNA.
.
We then use a useful process called the Polymerase Chain Reaction (PCR). This is a chemical process
borrowed from a mechanism within our bodies that synthesises DNA. In the laboratory, we use a cocktail of
chemicals, including an extraordinary enzyme taken from deep-sea vents, to improve on this process so that
instead of a single copy of DNA, millions of copies can be made. The chemicals are designed only to copy
certain sections (our markers), and so the result is millions of copies of these very small sections.
.
During the PCR process, a fluorescent tag is attached to each copy, so that when we pass the sections
through a separating gel, we can 'see' them by shining a laser onto them. You can see an illustrated example
of this at http://www.dnaheritage.com/masterclass3.asp Knowing the time it takes for the sections to pass
through the separating gel gives us their size, and from this we calculate the number of repeats.
.
It is this number of repeats that can be found on your certificate.
.
Now that you have your Y-DNA results, you can now use them to compare yourself with other individuals.
We recommend you only compare with others that share your surname, or have a similarly spelled surname.
This is because you will share your haplotype with many other people, but sharing a haplotype AND
surname will greatly raise the probability of having a true connection. It is also important to note that the
more markers used when comparing two people, the less likely the chance of a random match, which is why
high-resolution tests are necessary for genealogy.
.
Simply put, the more markers that match the better.

Sample number: BRN8815
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Below is an example of the haplotypes of four cousins, using your own haplotype as part of the example.

Haplotypes of 4 cousins

You 15 14 14 13 12 30 22 10 11 14 11 16 10 13 13 11 13 10 17 24 21 31

Cousin 1 15 14 14 13 12 30 22 10 11 14 11 16 10 13 13 11 13 10 17 24 21 31

Cousin 2 15 14 14 13 12 30 22 10 11 14 12 16 10 13 13 11 13 10 17 24 21 31

Cousin 3 15 14 14 13 12 30 22 10 11 14 12 16 10 13 13 11 13 10 17 24 21 31

You 6 11 11 15 16 9 9 10 11 12 20 12 13 13 14 12 20 12 11 20 20

Cousin 1 6 11 11 15 16 9 9 10 11 12 20 12 13 13 14 12 20 12 11 20 20

Cousin 2 6 11 11 15 16 9 9 10 11 12 20 12 13 13 14 12 20 12 11 20 20

Cousin 3 6 11 10 15 16 9 9 10 11 12 20 12 13 13 14 12 20 12 11 20 20
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:_____For the first two, You and Cousin 1, there is an exact match.
:_____You and Cousin 2 have a total of 1 difference (at DYS426).
:_____You and Cousin 3 have a total of 2 differences (at both DYS426 and DYS455).

All cousins are probably related; but with less certainty as the number of differences between two haplotypes
increase.
.
Any more than a difference of 4 at 43 markers and it is increasingly unlikely that the two 'cousins' are
related genetically. This is a statistical assumption based on the fact that mutations are random events but on
average occur about once every 500 generations per marker.
.
There are a couple of pages on the website that deal with this mutation process in more detail, along with
how the statistics are used in genetic genealogy:

:_____'Mutations and mutation rates' at http://www.dnaheritage.com/masterclass1.asp
:_____'Statistics' at http://www.dnaheritage.com/statistics.asp

http://www.dnaheritage.com/masterclass1.asp
http://www.dnaheritage.com/statistics.asp
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